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Amendments to the Claims : 

The following listing of claims will replace all prior versions, and listings, of claims in 
the application: 

1-37. (Canceled) 

38. (Currently Amended) A method for detecting the expression of an e nv e lop e 
protein of a human endogenous rotroviruo a polypeptide in cells of a cellular tissue or of a cell 
culture, characterized in tha t wherein the prot e in p olypeptide is selected from the group 
consisting of a peptide comprising the cyt region of an e nv e lop e protein e ncod e d by the 
human endogenous retrovirus HERV-W envelope protein, and a peptide comprising the 
+ Cyt r e gions cvt region at amino acids 448-538 of SEQ ID NO: 1 or comprising a peptide 
sequence having, for any series of 20 amino acids, at least 93% 80% identity with said TM + 
Cyt regions at amino acids 44 8 538 of SEQ ID NO: 1, and a prot e in e ncoded by an op e n 
r e ading frame locat e d on the chromosom e 7 of the human g e nom e comprising the TM + Cyt 
r e gions at amino acids 44 8 538 of SEP ID NO: 1 cyt region , said method comprising: 

contacting said cells with said protein p olypeptide and allowing said prot e in 
polypeptide to recognize at least one neutral amino acid transporter cell surface receptor of 
said cells, and 

detecting a fusogenic power of said prot e in p olypeptide b y observing formation of 
syncytia or an absence of formation of syncytia. 
39-45. (Canceled) 

46. (Currently Amended) The method of claim 4538, wherein the at least on e 
receptor is hATB° receptor. 

47. (Previously Presented) The method as claimed in claim 38, wherein the cells 
are selected from the group consisting of bone cells, muscle cells, placenta cells, endothelial 
cells, epithelial cells, glial cells and tumor cells or cells derived from tumor cell lines. 
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48. (Previously Presented) The method as claimed in claim 47, wherein said cells 
are from blood vessels. 

49. (New) The method as claimed in claim 38, wherein the polypeptide is a 
protein encoded by an open reading frame located on the chromosome 7 of the human 
genome. 

50. (New) The method as claimed in claim 38, wherein the polypeptide is the 
human endogenous retrovirus HERV-W envelope protein. 

51. (New) The method as claimed in claim 38, wherein the polypeptide is SEQ ID 

NO: 1. 

52. (New) The method as claimed in claim 38, wherein said polypeptide is 
selected from the group consisting of a peptide comprising the cyt region of human 
endogenous retrovirus HERV-W envelope protein and a peptide comprising the cyt region at 
amino acids 448-538 of SEQ ID NO: 1. 

53. (New) A method for detecting an interaction between a polypeptide and at 
least one neutral amino acid transporter cell surface receptor in cells of a cellular tissue or of a 
cell culture, characterized in that the polypeptide is selected from the group consisting of a 
peptide comprising the cyt region of human endogenous retrovirus HERV-W envelope 
protein, and a peptide comprising the cyt region at amino acids 448-538 of SEQ ID NO: 1 or 
comprising a peptide sequence having, for any series of 20 amino acids, at least 80% identity 
with said cyt region, said method comprising: 

contacting said cells with said polypeptide and allowing said polypeptide to 
recognize said at least receptor of said cells; and 

detecting the formation of syncytia or an absence of formation of syncytia. 



